czﬁc Hodk: EOTTRE X R 7 5 4 : 430072

gﬁgﬁgg‘ﬁ,@ﬂ:,u H1f: 027-68780570 HE4E: zebrafish@ihb.ac.en  M3k: http://www.zfish.cn

mych™**%* (CZRC catalog I1D: CZ255)

Nature of the mutation

Between 172 bp to 259 bp of the wild-type mycb coding sequence, 86bp
(GCCCTATTTCTATTTTGACAACGAGGACGAGGATTTCTATAACCATCAGCA
CGGACAGCCACCGGCGCCCAGTGAGGATATATGG), is deleted. The mutated
mychb codes for a truncated protein containing 31 aa, of which 256 aa are identical to
wildtype mych.

Sense Strand Sequence
atagttcacgctcacgctgacatctgaccatattgtcagtgttcattcagcttttaccacggcetacggtgagtgctctgtttattta
cctacttgtatctggceggttcagataagtttacgcgacttgtctgacgcatcattagtaaatccaggagacgactgattgaagtt
gtgtttaggatgattaacatttgtgttaacatttaaagagcgagactttaaccatgccttcttcttcacaggceactcaccatgecg
ctgaattcaagtatggagtgtaaaaattatgattacgactacgactcctaccagecctattictattttgacaacgaggacgag
gatttctataaccatcagcacggacagccaccggcgceccagtgaggatatatggaagaaatttgaactgetgcccacccect
ccgctctccccgagecggegaccctecctgtcagacccecttececgtccacagecgacaagetcgagatggtgtcggagttt
ttgggggacgatgtggtcaaccacagcattatttgtgacgcggactactcccagtegtttctgaaatcgattatcattcaggac
tgtatgtggagcggtttctccgcageggctaagetggagaaggtggtgtcggagagattagegtcgetccaggeggegag
gaaggagtcatccaggaccgagtccgeggacatctgtcggtetgtcggcettectccaggacatgagceacccectgectecc
agtgcattgacccgtccgtggtgtttccctttccactgacggacagcacaa

atcg : Forward/Reverse primer
atcg ! TALEN target site

Genotyping assay

Primers:
nju50_forward: 5> CTTCTTCTTCACAGGCACTC 3’
nju50_reverse: 5 GAAACCGCTCCACATACA 3’

PCR program:
95°C 5min
95°C 30sec
58°C 30 sec } 30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 732 bp
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CHINA ZEBRAFISH RESOURCE CENTER

The sequencing results of the CZ255 (+/-):

CLUSTAL format aligmment by MAFFT FFT-N3-i (w7.215)

WT TTATGATTACGACT ACGAC T CC T ACC A CCTAT TTCTAT TT T GAC AR CGAGFACTAGTA
CZZ55(=/-) TTATGATTACGACT ACFACTCCT ACC
EREEE S A SRR EE SRS RS E
WT TTTCTATAACCATCAGCACGEACAGCCACCGEOGECC AT GAGAT AT AT G AGA AR TT
CZZ55(-/-] AL ATT
EREE SR
WT T CTGCTGOCCACCCCTCOGCTET
CZZE5(=/-) TrpdCTGCTGOCCACCCCTCOGCTET

EREEE S A SRR EE SRS RS E

Reference:
None



