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velb?®* (CZRC catalog ID; CZ257)

Nature of the mutation
17 bp deleted from position 51 to 67

Sense Strand Sequence

CTATAACAAATCAATGAGCAGTTCACATCAATGCCAGTGTTGATGACTCGTTTTAAGAA
TGAATCAACTCGCGAACCGACTCACACGAACGATTCATTCGCTAGACTCGAAGTCGCG
TCCCACGGTAGTTAGTTAGTTGTAGAGGGAGTCGGTGTGTGTTCTGGAGTGGGATAGT
CTCGGATACGGATAGTGGAGTCTGGATACACATTTACCCTGAGAGTCTGCGATCACCTG
AGCGATCATCATGCCGGTTTTCCACACGAAGACGATCGAGAGTATCCTGGAGCCGGTG
GCCCAGCAGATCTCCCATCTGGTGATCATGCACGAGGAGGGAGAGGTGGACGGGAAA
GCCATCCCGGACCTCAGCGCTCCTGTGTTGGCCGTGCAGGCGGCTGTCAGCAACCTGG
TCCGGGTAAGAGCTCCACTGATTCTCATCACATGTAAAAGTGCTTAAAAGCATCGAGTT
TATTGTTGAAGTCTCCGCGAAAGTTTCCTGAAGTTCTCTGGCGTTGATCCAGAGCCAGT
TCCGCCTTTTCCTCCAAGATTTCGCCCTGCCTACTGTATTGCCCCACATTGAGGTAAAG
CTGGGTTTATATTCGCAC

atcg : Forward/Reverse primer

Genotyping assay

Primers:

Cz257_forward: 5> CTATAACAAATCAATGAGCA 3’
CZ257 _reverse: 5° GTGCGAATATAAACCCAGCT 3’

PCR program:
95°C 5min
95°C 30sec
60°C 30 sec } 30 Cycles
72°C 40 sec
72°C 8min
4°C hold
Product size: 608 bp
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The sequencing results of the CZ257:

240 230 260 270 280 280
ACGATCGAGAGTATCCTGGAGCCGOGTGGCTGGTGATCATGCACGAGGAGGGGGAC

i

CLUSTAL format aligmment by MAFFT FFT-HS-i (»7.215%)

L CTATAACARATCARTGAGC AGTTCACATC AATGECAGTGT TGAT GACTCGTTTTAMGART
CIZET i+/-) CTATAACARATC AR TGAGCAGTTCACATC AT GECAGTGT TGAT GACT CGTTTTANGAAT
seckoksktotobktoobkk ookl ook ook ookl ook
L GARTCARCT COCARCCGACT CACACGARCGATTCATTCGC T AGACTCGANGT CGOGTCD
CIZET i+/-) GARTCARCT CoCARCC GACT CACACGARCGATTCATTOGC T AGACT CGAMGT CGRGTCD
seckoksktotobktoobkk ookl ook ook ookl ook
L CACGGET AT TAGT TAGT TGT AGAGHGAGT CGGTET GTGT TCTGGAGT GRAT AGTCTC G
CIZET i+/-) CACGGETAGT TAGT TAGT TCT AGAGGGAGT CGGTGT GTCT TCTGGAGT GRAT AGTCTCGE
seckoksktotobktoobkk ookl ook ook ookl ook
L ATACGGAT AGTGAGTCTREAT ACACATTTACCCT GAGAGTC TG GAT CACCT GAGCGAT
CIZET i+/-) ATACGGAT AGTGEAGTCTGEAT ACAC AT TTACCCT GAGAGTC TGO GAT CACCT GAGC GAT
seckoksktotobktoobkk ookl ook ook ookl ook
L CATCATGCCGGTTTTCC ACAC GAMGACGATCGAGAGT AT CCTGGAGCC G TGRCCCAGT A
CIZET i+/-) CATCAT GO GGT T TTCC AL AL GAAGAC GAT CEAGAGT ATCCTGRAGCC GG T GG~ —————
sectoksktokskookk ook ook ok ook ookl koo
L GATCTCCCATCTRGT AT CAT G AC GAGTAGGGATAGET GEACGHAMAGCCATCCC (A
CcIzet /-y - CTGETGATCAT G AC GAGEAGGEAGAGGT GEACGEEAMAGICATCOCGGA
bkt kotoob okl ookl ok
L CCTCAGCGLTCCT GTGT TR CETGLAGGLGGCTGTCAGC ARCCTGGT COGEGT ANGAGT
CIZET (/-] CCTCAGDGLTCCT GTGT TR CET G AGGH GG TETCAGC ARMCC T GGT COGEGT AMGAGT
RES R R R s R
L TCCACTGATTCTCATCACATGT AMAAGTGCTT ARAAGEATCGAGTTTATTGTTGANGTCT
CIZET (/-] TCCACTGATTCTCATCACATGT AMAMGTGCT T ARMAGEATCGAGTTTATTGT TGAMGTCT
RES R R R s R
L COGoGARMGTTTCCTGAAGT TCTCTGRCGT TGATCC AGAGCC AGT TCCGCCTTTTCCTCE
CIZET (/-] CCGCGARMGTTTCCTGAAGT TCTCT GRCGT TRATCC AGAGCC AGT TCCGCCTTTTCCTCE
RES R R R s R
L AAGA-TTCGCCCT GOCT ACTGT AT TGCCCCAC AT TGAGET ARG TGEGTTTAT
CIZET (/-] AAGATTTCGCCCT GOCT ACTGT AT TGCCCCAC AT TGAGET ARNGCTGHEGTTTAT
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