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mir210""%* (CZRC catalog ID: CZ 275)

Nature of the mutation
As compared to the WT sequence of mir210, 107 bp is deleted (contain all exon 1).

Sense Strand Sequence

taaattatccttgtaggctacattatattttgctaatgttcagctgcagaacggcatgttataaaaaatgataatttttattcacatgtttacagcgatatt
ctgggtttccaccgtticctgtgecatcggaacttgtgatttctgaaagcaggtaagcecactgactaacgceacattgegectattctccactceact
gtgcgtgtgacagcggcetaaccagetttiggatctgcacctgacatcagegecgtgggaatgtcccactggagactacttaaaggatcaagge
ggacacagtcaccggagggacgctttgggatccactgtcectctaacatgactttttgttcttggtaaagcactgcacttgaaacactaacttagg
gctgtggtgcegttcaatcccegeggagegceatgecctgaataaatgggtgegtigtgtgatcggtgtacatgtacattttta

atcg : Forward/Reverse primer

atcg i cas9 target site

Genotyping assay

Primers:

nju49_forward: 5> AATGTTCAGCTGCAGAACGG 3’
nju49_reverse: 5 GATCACACAACGCACCCATT 3’

PCR program:
95°C 5min
95°C 30sec
58°C 30 sec } 30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 416 bp

The sequencing results of the CZ275(+/-): 107bp deletion

20 3 h] 10
CCCATGTT 1A AGCGATATT CT GGTITTTCCACCGTTTTT GGAGCT GCACC AGACTTC GATGCCT GGG GAAT

gl bionshhl
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CHINA ZEBRAFISH RESOURCE CENTER

CLUSTAL format aligrment by MOFFT FFT-N3-1 (wT.215)

WT Tamattatcottgtaggotacattatattttgctaatgttoag ot gragaacgzoat gt t
CL2TH Tamattatcottgtaggotacattatattttgctaatgttoagot gragaacgzoat gttt
b sk ek shobel b sl b bl sk ek bl ok ok bk bk e okl ok ek ok ok ok ok ok sk o

T at aazaaast gataat ttttattcacat stttacagogatattotggot Tt coaco gttt o
CIZTh at aaaaast gatast ttttatt cacat stttacagogatat totgget tf coacogt——
stk sl sk skobink ok ok sk skl ook ek oK ok ok ook ok K ek sk s R R R o o

WT ctgtgocat cggaacttgteatttctzaaagcagst aagocactgact aacgcacattgc

CL2TH

T goctattot coactocactostgont st sacagogoctaaccag ottt ggat ctocacot

CIZTh tttgzat ctgoacct
e ootk ok ko skokk ok ok ok

WT gacatcagogocgtoggaat gt oocactggagactact taaagsatcaaggoggacacag

CZZTH gacatcagogoogtgggaat stoccactgragactact taaaggat canggogracacay

e o o kol o ok Rk Rl ook b o b ko ok b ke bk ek ok ok kol ek okl ok ok ok

T tcaccggagggacgotit gogatocactstooct ot aacat gact tittgtt cttogtaa
CIZ2Th traccggaggracgottt ez ratocactstooot of aacat gact ttttztt ot zotaa
Sk ek ol ok o ok ot Rk o A ok sk A A o R ok e ok Ak ok o ok ok

WT agcact gracttgaaacact aactt aggectetegt gogtt caat cocogoggagogoat
CZZTH agcact gracttgasacact aactt agggotgtogt sogtt caat cocogoggagocgoat
S R S S R RO R R R R O R R R ok

T gocctgaat aast gogtoogttotgtoat cogtotacat st acat tttta
CIZ2Th gocotgant aasat ggotoogttototeat cggtrtacat ot acat ttta
Sk ek kol ok o ok ot Rk o A ok ke o Ak ok Rk ok ok ok
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