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meis2b™**** (AB) (CZRC catalog ID: CZ 278)

Nature of the mutation
Between 779 bp to 786 bp of the wild-type meis2b coding sequence, TGGCATCT
, Is deleted.

Sense Strand Sequence

tttgagaatagcaatggagatcggtctgaataaacaaccgaaggtgatgttttatctcattaaagtgactttcttcttttgctttttctetetcgectcty
ctttcacgctgttgtttatcagGAGATGGCTTGGATAACAGCTTGGCATCTCCGGGAACTGGGGATG
AGGACGATCAGGACAAAAAACGGCAGAAGAAAAGAGGAATCTTCCCCAAAGTGGCG
ACCAACATCATGCGGGCATGGCTCTTCCAACATCTCACGGTAAGAGCGGTCTTTGGA
AGTCTTCCGAAATCAGACCAGTGTG

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

Genotyping assay

Primers:

nju55_forward: 5> TTTGAGAATAGCAATGGAGA 3’
njus5_reverse: 5 CACACTGGTCTGATTTCGGA 3’

PCR program:
95°C 5min
95°C 30sec
58°C 30 sec } 30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 296 bp
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The sequencing results of the CZ278(+/-):

IDIJI 110 120
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¥T caagagagogggagaaatotogotetstigattagogttocototoactzoatszatact

CZ2TE caagagagogggagaaatotogototgttgattagogttococtotoactgocatzzatact
B R

¥T cotgotogotgcagtocttgtogttactgttsotantoaaaacaasoococoogogtagote

CZ2TE cotgotogotzoagtoottgtgttactzttgotaatcaaaacaagooooocogogtggoto
B R

¥T tttcacatogtgtttoarsaatagoaatgsagatoggtotsaataaacaaccgaagzstzat

CZ2TE tttcacatocgtgtttzagzaatagcaatezagatoggztotraataaacaaccgaagzgtoat
B R

¥T gttttatotoattaaagtgactttottotttigotttttotototogoctotooctttoac

CZ2TE gttttatoctoattasagtgactttottottttgotttttotototozoototgoctttoan
B R

wT gotgttrtttatoag GG TG TTCGAT A A TGO ATC TCCGGGL AT TRGGEELTS

CZ2TE gotgttztttatoagGAGATCGCTTGEAT AL A TG M TEEEEATS
R S s s E e s E S E S S S S S s s e s s e e S s S e S s s

wT AGGACGATCAGGACALALAACGECAGALZAASACACEA S TCTTCOCC AL A TRGCGATTL

CZ2TE AGGACGATCAGGACALALAACGECAGALEA S ACAGEA S TCTTCCCC AL A TRECGATT L
B R

wT ACATCATGCGGEC AT T T AL AT T A GG T AL A GETC T TRGALGTCTTC

CZ2TE ACATCATGCGGEGEC AT T T AR AT T AC GG T AL A GETC TT TRGALGTCTTC
B R

wT CEAR AT AGAC AT T T AT T T T T TG T AL T TAGC TC AL T TOC AC AGTTCT

CZ2TE CEAR AT AGAC AT T T AL T T T T TG T AL T TAGC TC AL T TOC AC AGTTCT
B R

wT CAGTTCAGTGACC TRCATCCAL

CZ2TE CAGTTCAGTGACC TGCATCCAL
B S e s s s s s =
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