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sall4"">** (CZRC catalog ID: CZ281)

Nature of the mutation
Between 1349 bp to 1837 bp of the wild-type sall4 coding sequence, 423bp, is deleted,
and 3bp, is insertion.

Sense Strand Sequence
CCACAATCTCCAGGGGTCATAGGATTACAGAGTCCCTTTAATAACCTTGCAA
CAAGCATGGACCCCTCCAAAAAGGCAAAAACTAAGGGCCCTGTAGTCTCG
GAGCCTCCAAAAAATGTCTCTGTTGAACACTCGTTCAAGCACAAATGCAA
GTTCTGTGGTAAAACATTTGGAAATGACAGCGCTCTACAAATCCACTTGCG
CTCGCACACTGGCGAAAGGCCCTTTAAATGTAACATCTGTGGAAACCGTTT
CACAACTAAAGGAAACCTCAAAGTACATTTTCAGAGACACAAAGAAAAAT
ATCCACACATCAAGATGAATCCACATCCGGTACCTGAACACCTGGACAACA
TGCCTTCAAACAATGGTATCCCTTATGGCATGTCTGTGCCCATGGAGGAAAA
TGGTTTTAGTGAAACCAAACCTGTTTTGGGAGTTCCCACAACAGGTCCCCC
GGCAGGTCCCCATCCGCCAGTGCTCCAGGCATTCAAGCCCTCATTTGATATT
CCAGCTGCTGGAGACCCCTACTCCCAGAGACCTTCTTCATCAGGCAGTGAT
GGTGCATCGATTTCTTCTGGCATGTTCGGTCAAGATATAGCAGGATCGGATC
AAAGCAAAGATTCCCCTGATGCAATGGTTGGATTGCACCATATAAACGGTA
ACAGCCTAACTGGAGAAAATGGCTCTGGTACCGCAAAGCTTCAGCAAATG
GTGGACTGCTTGGAGAAGAGGACAAATGACCCCAATGAATGTGTTATATGC
CACAGAGTGCTGAGCTGCCAAAGTTCCCTCAAAATGCATTACCGCACACAC
ACTGGCGAGCGACCGTACAAATGCAAAATCTGTGGCAGGGCCTTCTCCAC
CAAAGGCAACCTTAAAGCTCATTATGGTGTTCACAGGGCCAACACTCCTCT
GAAGATGCAACACTCTTGCCCAATTTGCCATAAGAAGTTCACCAACGCAG

atcg : Forward/Reverse primer
atcg ! TALEN target site

Genotyping assay
Primers:
nju59_forward: 5> CCACAATCTCCAGGGGTCAT 3’
nju59_reverse: 5 CTGCGTTGGTGAACTTCTTA 3’
PCR program:

95°C 5min

95°C 30sec

55°C 30 sec } 30 Cycles

72°C 30 sec

72°C 8min

4°C hold
Product size: 967 bp OR 548bp
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The sequencing results of the CZ281 (-/-):

WT TCa A ATGETA TCCCTTAT GG AT TCTETGOCC ATGGAGGAL A A TEETTTTAGTZAL

CZ2E1 toaaacaatgztatocottatggoatgtotgtzoocatsgagranaatgsttttagtoan
B S =

WT ACCA A CTETT T TGEEAGT TOCC A AAC AGGETCCCCCGGC AGETCCCCATCCGCC AGTG

CZ2E1 accaaacctzttttgggagttcococacaacaggstoooooggoags

Fetrtttoto otk e e ek,

wT T A AT T A MG T AT T TGATAT T A TR TR GAGAC OO TAC T CC AGAGA
CZ2E1
wT T T AT A A T A T T AT G AT TTC T I TG AT T IO GETCALGATATA
CZ2E1
wT GCAGGATCGGEATC A8 AGT A A G, TTC oo T A TR A TGETTGEAT TG ACCATATALAT
CZ2E1
wT GETAACAGCC TAAC TOGAGA N, 0 To ST TC TG TACC G AL A GO TTC AGC AR AT GG TGZAC
CZ2E1
wT T TTGGAGAAGAGEAC A8 8 TEACCCC AL T A A TETETTATAT RO C AC AGAGTGC TGAGT
CZ2E1
wT TGECCAAAGTTCCC TC AL A TEC A TT AT AT AT AT ACTGECGAGC GACCETACAAATGT
CZ2E1
wT Aag A T T T GRGCAGG T T T T C A A A A A TT AL AT TCATTATGG TG TTC A
CE2E1 trattatgztgttoac

* Attt

wT ARG AL A T T TE AL A TG A AT TC T TGO CC AL TT TGO C ATAAGAAGTTCACT
CE2E1 agggccaacactooctotgaagatscaacactottgzococaatttzocataagaagsttocace
e R s m s =

Reference:
None



