czﬁc Hodk: EOTTRE X R 7 5 4 : 430072

§H1A§,gjﬁ,ﬁnhau H1f: 027-68780570 HE4E: zebrafish@ihb.ac.en  M3k: http://www.zfish.cn

zar1®* (AB) (CZRC catalog ID: CZ 284)

Nature of the mutation

Between 9bp to 10bp of the wild-type zarl coding sequence, AT, is deleted. The
mutated mycb codes for a truncated protein containing 50 aa, of which 329 aa are
identical to wildtype zarl.

Sense Strand Sequence

taccctgttcatctaacgttacttaaaccgctacagtccgcttgccagccGGCTAAGCGAAAAATGGCTACATATGG
AAACGAGACAGTCGATAACTATCTTTACTCCTCTTACAACCCTTATTACTACAAATAC
CCCAAATTCAAGGGCTGGAGACAGAAAGCTTACTTCACCAACTACGGTGAGGGCGAG
ACCTACTTTGATAATCACCACAGGGCGCAGCTGAAGTCCATCTTGTCTCAGATCAACC
CAAATCTCACCCCGCGTCTGAGGAAGGCCAACACCAAAGACGTCGGGGTTCAGGTCA
ACCCGAAGACCGACGCGTCTATCCAGTGCTCTCTGGGGCCGCGGACGCTTCTGGCAC
GCAAACGCGATGCCCTGCGCCGGCGGCGGCAGGAGGTCCAGA

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

Genotyping assay

Primers:

gd5_forward : 5> TACCCTGTTCATCTAACGTT 3’
gd5_reverse : 5> TCTGGACCTCCTGCCGCCGC 3’

PCR program:
95°C 5min
95°C 30sec
60°C 30 sec } 30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 406 bp
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The sequencing results of the CZ284 (-/-):
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Reference:
None

tacootzttoatotaacsttacttasacogotacagtocgottoooag ool TALGCGA
tacootzttoatotaacsttacttasacogotacagtocgottoooag ool TALGCGA

AAATECCTA AT TCe AL ACCACAC AGTCCATAAC TATCTTTACTCC TC TTAC AACCCT
AL A ATGGCTAG—— R TGGALACGAGAC AGTCGATAMC TATC TTTACTCCTC TTAC ALCCCT
B 3

TATTACTAC AL LT ACCCC AL TTC A8 e TEGAGAC AGAL AT TTACTTC ACC A ACTAC
TATTACTAC AL LT ACCCC AL TTC A8 e TEGAGAC AGAL AT TTACTTC ACC A ACTAC
Aottt ottt

GETCAGEECCAGA CCTACTTTGATA A TC ACC AC AGGGCGCAGC TCARCTCCATCTTGTCT
GETCAGEECCAGA CCTACTTTGATA A TC ACC AC AGGGCGCAGC TCARCTCCATCTTGTCT
Aottt ottt

CAGATCALCCC L8 ATCTC ACCCCGCGTCTEAGGALGGICALC ACC A 8 0 ACGETCGEGETT
CAGATCALCCC L8 ATCTC ACCCCGCGTCTEAGGALGGICALC ACC A 8 0 ACGETCGEGETT
A=ttt ottt

CAGETC AL O A AT e GAC GG TC TATCC AG TR TC T TG O GEACGITTC TG
CAGETC AL O A AT e GAC GG TC TATCC AG TR TC T TG O GEACGITTC TG
A=ttt ottt

G AT AL 8GO G A TGO CC TR o GG A A TO CAGACCCC TRHEAGTCCC
G ACGCAL ACGCGATGCCC TR o GGG MG AGETCCAGACCCC TRHGAGTCCC
Aottt ottt

GTCAGCAGCGETGETGTCCGETICCC oG ACCC AGGCCGTTTACTCCCC
GTCAGCAGCGETGETGTCCGETICCC oG ACCC AGGCCGTTTACTCCCC
Aottt ottt Aottt oottt oottt oottt oottt oot



