ZKO413

Target Position: exonll
Sense Strand Sequence:

ATGGTGGAGAAGTCGGAATATCGAGCCAGTGGATCTCAAGCCGTTGGAAAGCTGATGGCTAA
GATGCCATGTCAGGACTACGCAGCCACCATTAAGTGGCTCTATAACTACTCTCGAAACAACAA
Ggtgaatattgtgaccttcactttctacttaaccttcctaatcccatcaaaggttaccgtgtccacagattgttacatatttgtc
tcttatgtgttcctaataatgaaatctttectctgttcagGTGGCATTCAGAATGTTTGCGCTGGATGTTTCCA
TGGTCCTGCTGGAGCAGACTGAGAGAGATGTGGATGACACTGTGGACCCTGAGCTGGCTGT
GTTCCTCTCACATAGGTTCCTGGTGCATAACATTGTATACAATCATCGTAATGACGTCTCCCCCA
CAGTCAGAGGTCATGCATTGCACTGCCTGGCACAGTGTCTGGAGCTGGGTTCCCAGAATGCC
ACAAAATGTGTCCATGAGCTCTTTTCCAACAgtatgtatatgaccaaagcacagtgactgtacagataaaat
aaacagagtgtttgcagggac

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

atcg : cas9 target site

ZKO413a: 1bp insertion
CLUSTAL format alignment by MAFFT G-INS-i (v7.215)

WT TCCTGCTGGAGCAGACTGAGAGA-GATGTGGATGACACTGTGGACCCTGAGCT
ZK0413a TCCTGCTGGAGCAGACTGAGAGAGGATGTGGATGACACTGTGGACCCTGAGCT
fekokiclokclokolkioloiokaololok skeokeeolekaoketookaolekaolokaolekeokaatokatokok



