ZKOA479

Target Position: exon 2

Sense Strand Sequence
ttgtcattcacgecagttcatctggagcettactgtctaacgttaactactgcaaaacaaatacacaaacgttagtaaacgeg
tgtgagattccccaaaccacagtgtcattttcggatttcccgtgtgtttgtttggagacaggaattggectggegttttgttgtt
gctetgeccgeatgatttttcccaatgtgtttatgttgttctttecttttaaagCTCTGACTCAGATGTCCAGCGTGG
TCGAAGTTTGGCAGGCTGAGGACGCAGACTTCTTCGTGCCATCTCAGgtatgtgagctgctttttaaa
aaatgacgtcataaactggacgcttttattacagtgctacttcattgtgaggcgegagceacgtgegggacatggtgeagtgt
gtgctattgttacatttgcgatggtggcgaaatggaaggcatttatttcagttgaagttttcaggtatgattcggttcgtattat
tgattcatgcaggtcttccatgaggagg

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

atcg : cas9 target site

ZKO479a: 2bp deletion
CLUSTAL format alignment by MAFFT FFT-NS-i (v7.215)

WT CTCAGATGTCCAGCGTGGTCGAAGTTTGGCAGGCTGAGGACGCAGACTTCTTCGTGCCA
ZK0479a CTCAGATGTCCAGCGTGGTCGAAGTTTGGCAG——TGAGGACGCAGACTTCTTCGTGCCA
kool kkiokkiokkiokkkiokkriokkkdok

ZKO479b: 5bp deletion, 7bp insertion
CLUSTAL format alignment by MAFFT FFT-NS-i (v7.215)

WT CTCAGATGTCCAGCGTGGTCGAAGTTTGGCAGG—CTGAGGACGCAGACTTCTTCGTGCC
ZK0479b CTCAGATGTCCAGCGTGGTCGAAGTTTGGCAGGCACGCAAGACGCAGACTTCTTCGTGCC
skl kkkkokklkkktiolkx % ok, selkkkokklkokiokokkookok



