
abcc4ihb366/+（AB） (CZRC catalog ID: CZ 1275 )
Nature of the mutation
Between 888 bp to 892 bp of the wild-type abcc4 coding sequence, CATGC
, is deleted in exon 7.

Sense Strand Sequence
ccttcccaataccataatcacacttataattaaaaataaaatgtaaaatattattatacaatataaatggctcaaaaaaag
agtgcactttaaatatgctaatgatacacttatttttagggacggagctttcaaactctgatgaataattaaatgccttacaa
aaattatacattagactgctgaggaaatcatgtgtagtagagcataatttgggacacactaacattatttgttcatactgca
atgatttcatctctctctctgtctcacagGAGTAAAACCGCAGCCTTGACTGACAGCCGGATACGCACTAT
GAATGAGGTGGTTTCTGGCATACGTATAATTAAGATGTATGCCTGGGAGAAGCCGTTCGCCAT
GCTGGTTAATGATGTACGAAGgtaaattacatagacttattgagtctgtttgcactgctgtagcttgcgataggtca
gcagattgtgttactgacaagacggcatttgtccaaaggttttatggttgttacttatttcaaggttgagacttgaagcacag

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer
atcg : cas9 target site

Genotyping assay
Primers:
abcc4_forward: 5’ ccttcccaataccataatcacact 3’
abcc4_reverse: 5’ ctgtgcttcaagtctcaaccttg 3’

PCR program:
95℃ 5min
95℃ 30 sec
58℃ 30 sec 30 Cycles
72℃ 30 sec
72℃ 8min
4℃ hold

Product size: 540 bp

abcc4: 5bp deletion
>WT
TGTATGCCTGGGAGAAGCCGTTCGCCATGCTGGTTAATGA
>abcc4
TGTATGCCTGGGAGAAGCCGTTCGC---------TGGTTAATGA





ZKO372

Target Position: exon 1

Sense Strand Sequence

tggttgaactgaaagcaacgccggggcttttggaggttgttttcatcaagcgttgttagtggattttactcatatcatttcgat
aaaATGTATATAAAGTCGATTGTACTAGAGGGCTTCAAGTCCTACGCCGAAAGGACAGAGAT
TAACGGATTTGATCCGTTTTTTAACGCCATCACTGGACTGAACGGCAGCGGAAAGTCAAATA
TACTCGACTCCATCTGCTTTTTACTGGGGATTTCGAACCTTTCCCAGgtgagggtttaaacatgcttat
ttattatcagaacttagcaatgtgtataaatccgtttttaagctgtgactgcgttattttgattgttgtttagcttaacattgttta
tttttgtttgcagaaaaacgaaatacaatcattttcattgttatatgtgaccctgtaccacaaaactagagatacgtgcatttt
tttgtatcttaaacctaaataaacaatctttccactgatgaataacgttactttattacgatagggccacatttagccgagat
gcaaacaactggaag

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer
atcg : cas9 target site

ZKO372a: 31bp deletion
>WT
cgaaaggacagagattaacggatttgatccgttttttaacgccatcactggactgaacggcagcggaaagtcaaatatact
cgactccatc

>ZKO372a
cgaaaggacagagattaacggatttgatccagcggaaagtcaaatatactcgactccatc



ZKO376

Target Position: exon 3

Sense Strand Sequence

CGAGGAGCTGGACTTTACTGTCTTCAAACACTCAAATGCATCAAATCCCAGAAAGAAAAAC
AGACGAATAGTGgtaaaacacttatacctactgaaactgcgtttgttttataactttaaaaagtctaaattgaagcaat
tgtgttgtttgtgctgttaggaactaactttatcttttctatgcagGTTGCAGATTCAGATAGGCTTCCCTATGTA
GGGAGCAATTTTGGGTCTGGATCGCTGCAGTCTAATAATATGTGCAAgtgaggtcatcacgttgttat
tgatttgctgagcaacacttaaataacctctcaataatggtgtaaatgttgtcaacaggtattttgtgggagttcttgacaag
cagactatgcaaatgaaagttcatagtgctcagctgttcaatatgctgcccgttataccaggtaaacagttttacatctgaa
atattatggacataaatgtttaggactcttagagttcaaaggaacttttactcgtttttgtgggtgaaattgtttgcatg

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer
atcg : cas9 target site

ZKO376a: 10bp deletion
>WT
tttctatgcaggttgcagattcagataggcttccctatgtagggagcaattttgggtctggatcgctgca

>ZKO376a
tttctatgcaggttgcagattcagataggcagggagcaattttgggtctggatcgctgca



ZKO388

Target Position: exon 4

Sense Strand Sequence

cagcacgggtatgtgatgctgctacttgtaagttagtattaatcagaacgatgctgaggtcagttaccatttggtttgtttact
gtagGGCATCATTTGACATATCAGTTCCTGGTGCTAAAAGGAAGTGTCTGAATGAGGGTGAA
GATCCAGAGGAAGATGTGGAAGAGCAAAAGgtgagagagcgctgatcaggaatcggctgttaattcaga
aaagcccttacatttgatcaggtcagagctatgtgtaactgattttgaatctgctgtatggtgtagGAAGATGTTGAG
CCTCAACATCAGGAAGAGAGTGGACCATATGAAGAGGTGTACAAGGACTCCAGCACATTTC
TAAAGGtatctttaaacacaattgtatatgatttaattgagcaatcgggtatgagaagc

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer
atcg : cas9 target site

ZKO388a: 2bp deletion
>WT
gaagatgttgagcctcaacatcaggaagagagtggaccatatgaagaggtgtacaaggactc

>ZKO388a
gaagatgttgagcctcaacatcaggaagagtggaccatatgaagaggtgtacaaggactc

ZKO388b: 4bp deletion
>WT
aggaagatgttgagcctcaacatcaggaagagagtggaccatatgaagaggtgtacaaggactc

>ZKO388b
aggaagatgttgagcctcaacatcaggaagtggaccatatgaagaggtgtacaaggactc



ZKO392

Target Position: exon 2

Sense Strand Sequence

TGACCTGTTGCTCGTCGATCCCAATGAGATGTGTGGATTTGTCATAGCTCACATTTTGGGTGT
CCAGTATGCAGTATTTAGCACAGGACTGTGGTACCCTGCTGAAGTTGGGGCACCAGCTCCCC
TATCTTATGTCCCGGAATTTAACTCTCTACTAACGGACCATATGTCGTTGTTTCAACGGGTAGC
TAACACAGCGGTGTACCTAGTTTCCAGGTTTGGTGTCCAGTTCCTGGTTCTACCTAAATATGA
TCGCATTATGAGGAAGTACAACATCCAGCCATCTGTCTCCATGCACGATCTGGTTCAGAACA
GTCGACTCTGGATGCTGTGTACTGACATGGCACTGGAGTTCCCACGACCAACTTTGCCACAT
GTTGTCTATGTAGGGGGCATCCTCACTAAACCTCCCAGCCCATTACCACAGgtaagaaaccactgc
tattatatttgaaaattttttaaaggggtcctttcctttttcattttaggatggtaaaatgttggtaaagctcaatgcaaaggg

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer
atcg : cas9 target site

ZKO392a: 13bp deletion, 8bp insertion

>WT
acaggactgtggtaccctgctgaagttggggcaccagctcccctatcttatgtcccggaatttaactctctac

>ZKO392a
acaggactgtggtaccctgctgaagttgggtatatccctatcttatgtcccggaatttaactctctac



ZKO810

Target Position: exon 4

Sense Strand Sequence

tcatcagggaagaaagcactattttcaaacttctatttaatactgatttaagttttcccccccttgatgcttattacagAAGC
TTCTTGTGGTCAACGGTCTGAATGGTGGTCTGCTTACTGGTGTAAATGGAGTGAACCCTCTG
CTGCTGGGTGGTCTGAACCCACCAGTGGTTGCTGGAGGTGCTGCGGTTATAGGACAGCCTC
CTATTCCACAGgtactgtatgaatgaacgattaacaaccacttagtcatgtcccgctgtcctgcgcacagtgtgcagttt
atttaattacctccatgtccaccagTTTCTTCCCGCGGCTGCTCTTCCTCCATATGTGCTTCAGCCTCCA
GTGGCACCAGCTCCCTTCGGCCTTCCTAACGCTGGAGCTCTGCCTTACCCCTTCCCTCCCGCT
AATGGGgtacaatacagttttcacttgttatgtttgaaataatacttgtgtcttgtctactacgaggtagtaattttactttgt
tttaataaacagggcttgccgtatttcgtggctggacttcctaatc

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer
atcg : cas9 target site

ZKO810a: 2bp deletion, 14bp insertion
>WT
cagtttcttcccgcggctgctcttcctccatatgtgcttcagcctccagtggcaccagct

>ZKO810a
cagtttcttcccgcggctgctcttcctcttccttcctaaaactatgtgcttcagcctccagtggcaccagct


