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kcnj2b 3894+ (CZRC catalog ID: CZ1341)

Nature of the mutation

Between 22 bp to 26 bp of the wild-type kcnj2b coding sequence, CGATA is deleted in exon
1.

Sense Strand Sequence
ctaaagcagacgaggctcagccccctcatacggaagcgATGGGAAGCGTGAGAGCCCACCGATACAGC
ATAGTTTCCTCAGAAGAAGGTGGGATGAAGTTGTCCCCCATTGCTATTCAAAACGG
CTACGGCAATGGAAAAGTGAGCACCACAGATCACGAGCAACAGCAAACGCAAAA
CCGATTCGTCAACAAGGATGGACGCTGCAATGTACAGTTCATCAACATGAGCGAA
AAAGGTCAGCGATACCTAGCTGATATCTTCACAACATGCGTTGACATTCGCTGGCG
TTGGATGATGGTCCTTTTTTTCCTGTCCTTCCTATTGTCTTG

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
ateg: Forward/Reverse primer

ateg : Crispr/cas9 target site

Genotyping assay

Primers:
kenj2b _forward: 5' CTAAAGCAGACGAGGCTCAG 3
kenj2b _reverse: 5' CAAGACAATAGGAAGGACAG 3

PCR program:
95°C  Smin
95°C 30 sec
58°C 30 sec 30 Cycles
72°C 30 sec
72°C  8min
4°C  hold
Product size: 331 bp
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The sequencing results of the CZ1341:
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CACCTTCTTCTGA|GGAAACTATGCTGGAGCGCTETCCTCCCTCCCTTCCCTTCCCT

bt Bl

T ATGGGAAGCGTGAGAGCCCACCGAT ACAGC AT AGTTTCCTCAGAAGAAGGT GGGATGAAG

1hb369 ATGGGAAGCGTGAGAGCCCAC———— CAGCATAGTTTCCTCAGAAGAAGGT GGGATGAAG
LER A AR AR SR L ERER B SR L A ORROR A ORR R AR OK KRR OR O O RR oK ROk ROk Rk

T TTGTCCCCCATTGCTATTCAAAMCGGCT ACGGT AATGGAARAGTGAGCACCA

1hb389 TTGICCCCCATTGCTATTCAAAMCGGCTACGGC AATGGAARAGTGAGCACCA

A ORROR SHORORRORCOR K SORSORNOKORROR OR K ORROROORBOR ORI ool Rk KoK Kok

Reference:

None
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